~It.· 2.111
2.&•.•------. . . . .t IIiII1II
New 5-Minute Method Samuel Sass discusses the origin of the legend in Skeptical Inquirer (2) , saying that it may have started in a 1843 report to Congress by Henry L. Ellsworth, Patent Commissioner. In that report, Ellsworth commented that
The advancement of the arts, from year to year, taxes our credulity and seems to presage the arrival of that period when human improvement must end.
Sass states that Ellsworth was merely using hyperbole to illustrate the greatest number of inventions occurring and did not mean that patentable discoveries would cease anytime soon.
L. Sprague de Camp has even traced the notion that "all has been invented" back to ancient times. He quotes Sextus Julius Frontius, Roman engineer, as writing Laying aside also all considerations of works and engines of war, the invention of which has long since reached its limit, and for the improvement of which I see no further hope in the applied arts.... We recently reported evidence for a possible quantitative trait locus (QTL) for reading disability on chromosome 6 in two independent samples of sibling pairs (Reports, 14 Oct., p. 276) (1) . In a sample of 126 sibling pairs from 19 extended families, four markers located on the short arm of chromosome 6 in bands 6p21.31-p21.1 were genotyped. Subsequently, polymerase chain reaction was used to obtain more informative DNA markers in the same region for a subset (114 pairs) of the kindred sibships and for an independent sample of 50 twin pairs, in which at least one member of each pair was reading disabled.
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Results obtained from interval mapping of reading performance data by using the four original markers localized a possible QTL to the short arm of chromosome 6 (P = 0.0027). Results of corresponding analyses of data from sibling pairs genotyped for five DNA markers localized the quantitative trait locus (QTL) to 6p21.3 (P = 0.0417). Analyses of reading performance data from the independent sample of twin pairs provided evidence for linkage i~the same region (P = 0.0003). Interval mapping analyses of reading performance data from individuals with more extreme deficits yielded somewhat stronger evidence for linkage in the sibling pairs genotyped for the original markers (P = 0.0003) and the twin sample (P = 0.0001), but not in the sibling sample genotyped for the DNA markers (P = 0.0667).
Recent reanalyses of the twin data revealed that four identical twin pairs had been inadvertently included in the sample. After these twin pairs were deleted from the sample, results of interval mapping analyses of data from the fraternal twin pairs also provided evidence for a QTL in the same region. Although results obtained from the more extreme sample of fraternal twins are less significant (P = 0.0369), those from the unselected sample of twin pairs are significant (P = 0.0094). In order to confirm this evidence for a possible QTL for reading disability on chromosome 6, analyses of data from additional twin pairs will be required. 
